&£ 1[E SPARC Japan €£27+—2016 ™A—7Y7VEANDIE, w DBCLS

Eﬁ*—l—?ﬁ5§ IcH TS

ﬁﬂ: 71.:% @?xﬂ%%ﬁmb\%*R@ﬁ
EOANDERRD [T

REHBFIAEBEEAN B8 - AT LHAEERE
T—Y YA T AL RFIAERMHEES
FA1I7YA IV RAB{ET —IN—AE>5— (DBCLS)

hiE F
http://dbcls.rois.ac.jp/~bono/

'What is the best journal for my paper?' Open access journals and life science

by Hidemasa Bono from Database Center for Life Science (DBCLYS)
@ Licensed under CC-BY 4.0 2016 HIDEMASA BONO(DBCLS)



R B (1F505 VTE) £ DBCLS

- AIE(EHE): ERREABICBITZAHT—I~R—2 @)
(DB)# &I AREOEESL S TICZOHA &GOW
. SA 7Y IYRAGHADBEY Y —(DBCLS)@=E& @
(—HOITA— N TOHRES BET T S RIF
- IBIEICFANTOM”ZOY 27 b DB £
BB - BIER N LROSTFEYE
- INN—F VY URETILAAD
- INTHATINRXZ (DA - ZBIEETIL)

. BMC Genomics Associate Editor A

m

@ Licensed under CC-BY 4.0 ¢2016 HIDEMASA BONO(DBCLS) ) )
Licensed under CC-BY 4.0 ©Togo picture gallery by DBCLS



BTEDD =~ DBCLS

for Life Science

EREFDEF: IBICTE SADRNE

R 2
o SYVNZEIDTENRE
o« T/LWRIT/LEDE]
- RARY/IERRE/
« T/LBRIT/LEBE/
e T/LBZRIVATLT /LBZE] http://researchmap.jp/bonohu &K D Tk #

ZO5VWSBERHHBDIEVSEEREIC

@ Licensed under CC-BY 4.0 ©2016 HIDEMASA BONO(DBCLS)


http://researchmap.jp/bonohu

B FMREDIIGNS RIcOpen Access (OA) '5 Do

- FhRbE A7t X; =0—)LKOA
- J)—=YOAEWSEEBHEKIEFELEAEMSNTAEL

- NFORMWT AR WHMEEE S

a

& = NS AR

- E7 LE 2 —ZRICHEXDHAEEBEHRTIEH

@ Licensed under CC-BY 4.0 ©2016 HIDEMASA BONO(DBCLS)



MREDIIEHSRIEOADVWE, BLA =~ DBCLS

PROS
- HEICTHEDDORX ZHSAZEHDLI R THSRS
- HFEEICEHUTH RS NG WEREE
- XY MEERTE[>HDVD
- P#FiREPubMed) ~2X1&E
CONS
. APC(Article Processing Charge)h’hh 3
. Journal&E LTD T#§

@ Licensed under CC-BY 4.0 ©2016 HIDEMASA BONO(DBCLS)



Journal&é LTD T,

@u: ¥EEEHI l/ t 1= ! DBCLS
http://first.lifesciencedb.jp/

Database Center
for Life Science

Journal Z &0 count
10

14

1%

120

St - o
x .4 g b3 2 3 £

FS

-

\J

i
|
;

T 3 g M
pood 5 f EERE RERE!
N 'l —~ s 3 B

5 3 ; g”;ii i

M - 4 -

@ Licensed under CC-BY 4.0 <2016 HIDEMASA BONO(DBCLS)

Suecount) / Geoup
LS 2]

g » ¢+ v
oo

@ Nanae

® Scwece

!
z%ii

CelHost S A

i
¥
FERSTRRRRRREREOcRacyy

Visualized by TIBCS “potfire


http://first.lifesciencedb.jp/

RXDELEOESL £ DBCLS

MHMDOT
y 7\:‘ L/—( \/\%)*Enlb\ EIX7Fﬁ’j ;C.—C b{_}
. S TCThHetoc(electronic table of contents) T

- PubMed#&R 3 (T =& 8l)
- EERHDSF—T— NIV Y FIT IR
. FADIZE. hypoxia({EEER) 4 &
- Citation alert
- EFHI 5 X 5B UICHREXZR 5

@ Licensed under CC-BY 4.0 ©2016 HIDEMASA BONO(DBCLS)




PubMed, PMC =~ DBCLS

~ NCBI Resources ¥ How To () Sign in to NCBI

Search NCBI databases Help

ALLfilter]

Results found in 38 databases for "ALL][filter]"

Literature

Books 525,545 books and reports

MeSH 265,382 ontology used for PubMed indexing

NLM Catalog 1,551,414 books, journals and more in the NLM Collections
PubMed 26,385,322 scientific & medical abstracts/citations

PubMed Central 4,051,228 full-text journal articles
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B . APC '
S E 1 antigen-presenting cells Allergy and DC (452 [8]) 1980 Analysis of
RS U MBS Immunology MHC (337 [E]) histocompatibility requirements for
(Any) (2881 [E]) ZULILF—-% TCR(197 @) proliferative and helper T cell
LK~ R » & activity. T cell populations
Vs, BE (1602 [E]) depleted of alloreactive cells by
oAy negative selection.
EREN? >
HEHAY

2 adenomatous polyposis coli Neoplasms FAP (342 [8]) 1982 Carcinoma arising in an
o (%) KIRMREEEE, XBEBRUR WED, BS CRC (106 [8]) ileostomy stoma: an unusual

- A, REERER)—-TE (612E8) LOH (78 [@)) complication of adenomatous
BEHE: APC (2049 [E]) polyposis coli.
HIRHE: 9142 » »
NIGT SR OR: 354 3 activated protein C Hematology EPCR (125 [E]) 1982 Evidence of normal
EEfk70>r1C b d PC (81 ) functional levels of activated
RRIQE: (1482 [8]) (533 [8]) FV (69 [8]) protein C inhibitor in combined
» Factor VIVIII deficiency disease.
(58 »
° ggﬂig&mmﬁﬁaﬁm 4 anaphase-promoting complex  Cell Biology CDK (15 [E]) 1995 A 20S complex containing
Roe #RRLEESE HREDF CSF (11 [8)) CDC27 and CDC16 catalyzes the

(IR—=JDHH (407 [E]) (148 [E]) SAC (9 @) mitosis-specific conjugation of
20 & » ubiquitin to cyclin B.
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PubMed IDE A7)

9521924 Search Reconstruction of amino acid biosynthesis pathways from the complete genome sequence.
" 10592235 ; TRY | Bono H, Ogata H, Goto 5, Kanehisa M Genome Res. 1996 Mar/8(3):203-10.  PMID:9521924

OR

is cited by the following papers.
=7~ K& AT (PubMeci )
PubMedDREBA T a v RBT S LY

THET, Fapoplosis 1995:2000fdp) *J Biol WA at:27, 0 S ax-vofim. 1 /2x-Y BRRS BARER your v
ChemJou] SPAROLY X ' & MR
Search 26072478ﬂ Metabolome-scale de novo pathway reconstruction using regicisomer-sensitive graph alignments,
bl Yamanishi Y, Tabei Y, Kotera M Bicindormatics. 2015 Jun 15:31(12):i161-70.
" IPS 2006:2008{dp) *Cell*four] ; THY | o
Iintroduction meothod for metabolic pathway reconstruction is the predefined pathway approach, whore enzyme-coding gones are mapped oo

AR, Ty ~k—=21 2 Search' Ny & approprisio positions in the predefined pathway diagrams based on gene-gene sequence similarities (Bono et al., 1908). This
BLT{EEW, mothod has beoen used for analyzing metabolic pathways in fully sequenced crganisms or in specific conditions of cellular

processos (Kanehisa ot al., 2014).
24931960“ Metabolome-scale prediction of intermediate compounds in multistep metabolic pathways with a recursive supervised approach.

bl Ted Kotera M, Tabel Y, Yamanishi Y, Muto A, Morlya Y, Tokdmatsu 7, Goto S Bilcinformatics. 2014 Jun 15:30(12):1165-74.
.m PMC introduction appeoach is ‘nference-based framewori’, where onZyme 0enes & mapped 1o appropriate positions in the predefined reference
SPARGLY T\ MR pathways using orthologous and other infarmation across different ceganisms or condiions (Bono ot al,, 1998). This framework is
" dependent on the predefined reference pathways, L.e. the collection of characterized substralo-product rdationships that have been
6 Basic local alignment search tool. described in the litorature or experimentally validated,

Pl

5 KEGG: kyoto lopedia of genes
and genomes. M e
5 The KEGG resource for deciphering the PMC introduction The procedure for motabolic reconstruction generally involves finding orthalogous genes in the genome that match the network of

23384006 QEN  Modular architecture of metabolic pathways revealed by conserved sequences of reactions.
Pl ed Muto A, Kotera M, Tokimatsu T, Nakagawa Z, Goto S, Kanehisa M J Chem Inf Model. 2013 Mar 25:53(3x613-22.

Pl Ted erzymes in known metabolic pathways.1-4 This type of analysis has revealed conserved functional units in metabolic pathrways, for
9 - example, sots of enzyme genes adiacent on the chromosome encoded in operon-like structures were linked 10 functional units of
4 Gapped BLAST and PSI-BLAST: a new successive reaction
generation of protein database search
mmﬂ’.‘“ 23812977QF Supervised de novo reconstruction of metabolic pathways from metabolome-scale compound sets.
bl Ted Kotora M, Tabel Y, Yamanishi Y, Tokimatsu 7, Goto S Bloinformatics. 2013 Jul 1;29(13):1135-44.
4 A reconstruction of the metabolism of ~
Methanococcus jannaschil from PMC introduction an organism of interest, enZyme QeNnes are assignod 10 approprate pasitions in predefined reforence pathways based on
aquoncodﬂn.""r“" orthologous information (and some other evidences if avallable) about genes across different species (Bono ot al., 1998, Dandekar
4 Gene ontology: tool for the unification ot al, 1999; Forst and Schulten, 1999; Galperin and Koonin, 1999) (Fig.
I 240157784  Endosymbicsis in trypancsomatids: the genomic cooperation between bacterium and host in the synthesis of essential amino acids is heavily
Consortium. ™% PebllTed influenced by multiple horizontal gene transfers.
4 InterProScan: protein domains PMC Alves JM, Klein CC, da Silva FM, Costa-Marting AG, Serrano MG, Buck GA, Vasconcelos AT, Sagot MF, Teixeira MM, Motta MC, Camargo EP BMC
idontmu."":“ Evol Biol. 2013;13:190
4 Draft genome of the filarial nematode background Thus, in contrast to the advanced state of knowledge of genes involved in amino acid blosynthesis in many microorganisms [§7),

pumanqummw the potential for amino acid synthesis in trypancsomatids remains largely unknown.
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PNAS (Proceedings of the National Academy of Sciences)
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Nature
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Nature communications
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PLOS Biology

J
PLOS Genetics, PLOS Computational Biology,
PLOS Medicine
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PLOS ONE
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Genome biology, Genome medicine
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BMC Research Notes
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