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Dialogue and trust make bridges over trouble waters
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Global scientific community

commits to sharing data on Zika
10 February 2016

e

Statement on Data Sharing in Public Health Emergencies:

In the context of a public health emergency of international
concern, there is an imperative on all parties to make any
information available that might have value in combatting the
crisis. We are committed to working in partnership to ensure
that the global response to public health emergencies is
informed by the best available research evidence and data,
as such:

«Journal signatories will make all content concerning the
Zika virus free to access. Any data or preprint deposited for
unrestricted dissemination ahead of submission of any paper
will not pre-empt its publication in these journals.

*Funder signatories will require researchers undertaking
work relevant to public health emergencies to set in place
mechanisms to share quality-assured interim and final data
as rapidly and widely as possible, including with public
health and research communities and the World Health
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1. Zika fever (2016) 2. Ebora fever (2018) 3. COVID-19 (January 29, 2020)
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NSP3 gene c.4346 U>C PLP™ Ser543Pro NSP3 gene c¢.4346 U>C PLF™ Ser543Pro
NSP4 gene ¢9286 C>U Synonymous NSP4 gene ¢9286 C>U Synonymous

NSP5 gene «¢.10376 C>U 3CL™* Pro108Ser NSP§ gene «¢.10376 C>U 3CL™ Pro108Ser
NSP12gene ¢.14708 C>U RdRp Ala423Val NSP12gene ¢.14708 C>U RdRp Alad423Val
N gene ¢.28725 C>U Nucleocapsid Pro151Leu (INTERGENIC) ¢.29692 G>U Synonymous
(INTERGENIC) ¢.20692 G>U Synonymous

N gene c.28725 C>U Nucleocapsid Pro15iLeu
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Take home messages
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CORBESPONDENCE

Resurgence of SARS-CoV-2 Infection in a Highly Vaccinated
Health System Workforce

N Eng J Med September 2, 2021
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Figure 1.

SARS-Cov-2 Wariants among Symptomatic Health Workers.

Shown is the distribution of the B.1.1.7 [alpha), d=lta, and other SARS-Col-2
variants according to waccination status and month of diagnesis among
health workers at Uniwersity of California San Diego Health, March through
July 2021. The number of workers indicates thos= who were symptomatic
and had available variant data, and the number of positive tests indicates
those that included data on variants.
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