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Global scientific community

commits to sharing data on Zika
=~ 10 February 2016

Statement on Data Sharing in Public Health Emergencies:

In the context of a public health emergency of international
concern, there is an imperative on all parties to make any
information available that might have value in combatting the
crisis. We are committed to working in partnership to ensure
that the global response to public health emergencies is
informed by the best available research evidence and data,
as such:

«Journal signatories will make all content concerning the
Zika virus free to access. Any data or preprint deposited for
unrestricted dissemination ahead of submission of any paper
will not pre-empt its publication in these journals.

*Funder signatories will require researchers undertaking
work relevant to public health emergencies to set in place
mechanisms to share quality-assured interim and final data
as rapidly and widely as possible, including with public
health and research communities and the World Health
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Commitment of journal and funder signatories
to share data globally raised by HIROs

1. Zika fever (2016) 2. Ebora fever (2018) 3. COVID-19 (January 29, 2020)
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SARS-CoV-2 Wuhan
SARS-Coronavirus BJ01
SARS-related Coronavirus
SARS-Coronavirus Tor2
MERS-Coronavirus
Human B-coronavirus EMC
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GISAID: Global Initiative on Sharing Avian Influenza Data
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NSP3 gene <¢.4346 U>C PLrr Ser543Pro
NSP4 gene ¢.9286 C>U Synonymous
NSP5 gene ¢.10376 C>U 3CLrr Pro108Ser
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Take home messages
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You can choose whether your confidential
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where to put GP clinics and plan for the
number of doctors and nurses in your local
hospital. Wherever possible we try to use
data that does not identify you, but
sometimes it is necessary to use your
confidential patient information.

You car
copfide
and pla
your co
used: fc
where t

TED,

UL, AT K7D LS
ABTHE. HRARITIREFCIE
BIREFAIT D ENDD.
FeATR7ZORLTE: @
other p Bl PR e I =4y
consent i padbeal ;12

research PrujecL.

Your Data Matters
to the NHS ——
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Will choosing this opt-out affect your
care and treatment?

Information about your health and care felpsiEisespimiimsares
us to improve your individual care, spegd up &

diagnosis, plan your local services and researc
new treatments.

In May 2018, the strict rules about how this data %
cannot be used were strengthened. The NHS is conmimitted
to keeping patient information safe and always being clear
about how it is used.
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you and says something about your health,
care or treatment. You would expect this
information to be kept private. Information
that only identifies you, like your name and
address, is not considered confidential
patient information and may still be used:
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It is used by the NHS, local authorities,
university and hospital researchers, medical
colleges and pharmaceutical companies
researching new treatments.

You can choose whether your confidential patient ipfor
is used for research and planning.

TS0 EHRBENOFA (TR
FA) CDVWTlE BEBXRRNTIEE
(EEBMICDWVWTIHES AR

To find out more visit: nhs.uk/your-nhs-data-matters

No, your confidential patient information
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for bowel cancer.

What should you do next?
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to opt out securely online or through
a telephone service.
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